predictive capability at the higher level of musical phrasing. More concretely, the IBL component recognizes performance patterns, of a concert pianist, at the phrase level and learns how to apply them to new pieces by analogy. The approach produced some interesting results but, as the authors recognize, was not very convincing due to the limitation of using an attributevalue representation for the phrases. Such simple representation does not allow to take into account relevant structural information of the piece, both at the sub-phrase level and at the interphrasal level. In a subsequent paper, Tobudic and widmer [2004] , succeeded in partly overcoming this limitations by using a relational phrase representation. Another arts-related application is a system for poetry generation developped by Díaz-Aguado, Gervás, and González-Calero, [2002] . The system works by entering a query consisting of a sequence of words. This query determines the indices to retrieve an existing poem in the case base and the adaptation step will substitute words of the retrieved poem by appropriate words from the query. Another emergent field of application is molecular biology. Indeed, as it is pointed out in the paper by Jurisica et al. [2001] , genomics projects are likely to produce every year hundreds of proteins for structural analysis. In order to use crystal X-ray diffraction to determine the protein structure, a process of crystal growth for proteins has to be done. The main goal of the research work of Jurisica et al. is to speed up the crystal growth process. An intelligent decision support system is being developped with this aim, that contains a case-based reasoning component that provides support for the design of crystal growth experiments by retrieving previous similar cases and adapting them to solve the problem at hand. More concretely, the so-called precipitation index of a new protein is compared to the precipitation indexes of all the proteins in the case base using a k-NN approach. The crystallization plans of proteins with the most similar precipitation indexes are retrieved and reused forplanning the crystallization experiment of the new protein. Successful crystallizations are added to the case base for future use. Failed crystallizations are also kept since failures are useful to avoid repeating negative results. Other CBR systems have been developed to address other problems in molecular biology such as the problem of analyzing genomic sequences and determining the structure of proteins. See [I. Jurisica, and J. Glasgow, 2004] for further information.
A final worth to mention emergent field of application of CBR is in geographical information systems (GIS). The approach consists of combining CBR and GIS to solve spatial reasoning probelms. The pioneering work in that field is by Holt and Benwell [1999] . In that paper they apply CBR and GIS to the problem of soil classification which is solved by searching the case base for spatial cases similar to the problem at hand. The authors conclude that the CBR approach has many advantages compared to previous methods used for soil classification.
